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Genetics of major depression - is the end beginning?

Whilst the genetic analysis of other major psychiatric phenotypes has been very successful
recently, this has been much less the case for major depression (MDD). In my talk | will try to
discuss possible reasons, notably related to a large gene-environment as well as gene-gene
interaction components in individual risk which is not taken into account in the usually
performed genetic studies. Taking into account these factors in analysis, it seems that the
end of simple studies in MDD is indeed dawning.
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